A day of power, purpose and connection

SAMA Communications

SA Health Business Academy (SAHBA) and the SAMA

Women’s Wing, was nothing short of extraordinary —
a vibrant celebration of women'’s leadership, resilience
and unity in healthcare. From the moment doors opened,
the energy was undeniable. The room was filled with
powerhouse women who lead, teach, heal and inspire —
all gathered under one roof to share ideas, stories and
laughter that carried on well beyond the sessions.

Throughout the day, attendees explored the real
conversations that matter: balancing leadership and life,
breaking barriers in medicine, mentorship that multiplies
opportunity and how women can continue to shape the
healthcare landscape with courage and compassion.
The dialogue was dynamic and inspirational, and the
networking heartfelt. Of course, no great event is complete
without a touch of flair, and this year, Estée Lauder joined
us to add an extra glow to the occasion.

From tea breaks that turned into mentorship sessions,
to panels that had everyone nodding in recognition and
laughing in solidarity, the Women in Medicine Forum
reminded us that when women come together, the impact
is unstoppable. We're deeply grateful to every speaker,
delegate and partner who made this forum a success, and
to all the phenomenal women who continue to shape the
future of medicine with strength, intellect and heart.

Here’'s to more connection, more collaboration and
more conversations that inspire real change.

The 2025 Women in Medicine Forum, presented by the
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Diane Smith (SAMA), Dr Mama-Asu Koranteng-Peprah,
Dr Sharon Harbor, Dr Kgaugelo Manyoni, Dr Lethabo Machaba
(paediatrician and emcee) and Vezi Silwanyana (SAMA)
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SAMA Women'’s Wing Committee members, Dr Ntombifikile
Mtshali (SAMA director), Dr Kgaugelo Manyoni, Dr Sharon
Harbor (WW chairperson) and Dr Sisanda Mabude
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Breast cancer: New study finds
genetic risk in African women

Mahtaab Hayat, lecturer, University of the Witwatersrand, Jean-Tristan Brandenburg, researcher, Sydney Brenner,
Institute for Molecular Bioscience, University of the Witwatersrand

worldwide. In sub-Saharan Africa, it is a leading
cause of cancer-related deaths among women.

Risk factors for developing breast cancer include
being female, increasing age, being overweight, alcohol
consumption and genetic factors.

In this field, genome-wide association studies are a
powerful tool. They can identify common genetic variants,
or mutations, that can affect your likelihood of developing
a trait or disease. These studies scan the whole genome
(all of a person’s DNA) to find genetic differences present
in people with a particular disease or traits.

Since their introduction in 2005, these studies have
provided insights that can help in the diagnosis, screening
and prediction of certain diseases, including breast cancer.
Recent findings have been used to develop prediction
tools that help to identify individuals at high risk of
developing diseases. Genetic risk scores (also known as
polygenic risk scores) estimate disease predisposition
based on the cumulative effect of multiple genetic
variants or mutations.

However, most research has been conducted on
populations of European ancestry. This poses a problem,
as genetic diversity and environmental variability differ
across the world. In Africa, even greater genetic diversity
is observed across populations.

B reast cancer is the most common cancer in women
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To fill this gap, we — researchers from Wits University
and Sydney Brenner Institute for Molecular
Bioscience, and our collaborators, the SA National
Cancer Registry — conducted the first genome-wide
association study of breast cancer in a sub-Saharan
African population.

Genetic diversity and
environmental variability
differ across the world.
In Africa, even greater
genetic diversity
is observed across
populations

We compared genetic variation between women with
breast cancer and those without, looking for variants
that occured more frequently in the cancer patients.
We identified two genomic variants close to
the RAB27A and USP22 genes that contribute to
the risk of breast cancer in SA black women. These
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https://www.nature.com/articles/s41467-025-58789-0

genetic variants have not been previously found
to be associated with breast cancer in non-African
populations.

Our findings underscore the importance of identifying
population-specific genetic variants, particularly
in understudied populations. Different populations
may carry unique variants that contribute differently
to breast cancer risk. Risk variants found in other
populations might not be found in African populations.
This reinforces the idea that research efforts and risk
scores must look at different populations, including
African ones.

Comparing women’s DNA

DNA samples from 2 485 women with breast cancer
were compared to 1101 women without breast cancer.
All the women were residents of Soweto in SA. The
breast cancer cases were recruited to the Johannesburg
Cancer Study over 20 years and the controls were from
the Africa Wits-INDEPTH Partnership for Genomic
Research study.

The analysis used technology (called a DNA chip)
specially designed by the H3Africa consortium to
capture the genetic variants within African populations.

By comparing genetic variation in women with
breast cancer and in those without, we identified two
genetic variants that contribute to the risk of breast
cancer in SA black women. They occur around genes
that are involved in the growth of breast cancer cells, in
the ability of cancer cells to metastasise (spread) and
in tumour growth in different cancers.

We also applied polygenic risk scores to our African
dataset. This is a method that estimates the risk of
breast cancer for an individual based on the presence
of risk variants. These are derived from the results
of genome-wide association studies. The risk score
we used was based on risk variants from a European
population. We used it to evaluate its ability to predict
breast cancer in our African population.

The results showed that the risk score was less able
to predict breast cancer in our sub-Saharan African
population compared to a European population.

LETTERS TO THE EDITO

he Letters to the Editor page aims to give members the opportunity to

| comment on, query, complain or compliment on any matter, topic, incident,
event or issue in their particular field or with regard to general healthcare,
which you feel should be shared with your colleagues and fellow readers.

Please note that letters:

* should be no longer than 500 words

* can be published anonymously, but writer details must be
submitted to the editor in confidence

* must be on subjects pertinent to healthcare delivery

* should be submitted before the 6th of the month in order to be published i

the next issue of SAMA Insider.

Please email contributions to: Diane de Kock, dianed@samedical.org.
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What next?
This is the first large-scale genome-wide association
analysis in sub-Saharan Africa to find genetic factors that
affect an individual's risk of developing breast cancer.
Our study included fewer than 4 OO0 samples. Larger
breast cancer genetic studies have involved over 200 000
cases and controls, but without representation from
sub-Saharan African populations. This highlights the
urgent need for greater research efforts and increased
participation from the continent.

Research efforts and
risk scores must look at
different populations,
including African ones

The results from this and future studies will help doctors
to screen patients and pinpoint those with a high risk.
Once we know who is at high risk, they can be offered
more frequent check-ups and preventive measures. This
allows us to catch breast cancer early — or even prevent
it — before it has a chance to develop or spread.

Further research will be needed to understand how these
genes increase the risk of developing breast cancer, and
improve breast cancer prediction. Notably, applying European-
derived polygenic risk scores did not accurately predict breast
cancer in the African dataset. And they performed worse than
in non-African datasets. These results are consistent with
findings reported previously for other diseases.

We are involved in a global study of the genetics of
breast cancer called Confluence, which is looking at genetic
risk factors in many populations, including African ones.

Prof. Christopher Mathew and Beth Amato helped in the
writing of this article.

Source: The Conversation, 2 September 2025. https://
theconversation.com/breast-cancer-new-study-finds-genetic-
risk-in-african-women-263227.

SAMA INSIDER NOVEMBER 2025 21


https://pubmed.ncbi.nlm.nih.gov/32169796/
https://pubmed.ncbi.nlm.nih.gov/32169796/
https://h3africa.org/index.php/awi-gen/
https://h3africa.org/index.php/awi-gen/
https://h3africa.org/
https://theconversation.com/why-african-genomic-studies-can-solve-the-continents-health-issues-58962
https://theconversation.com/were-a-step-closer-to-learning-how-misplaced-dna-could-influence-disease-risk-199521
https://dceg.cancer.gov/research/cancer-types/breast-cancer/confluence-project
https://theconversation.com/breast-cancer-new-study-finds-genetic-risk-in-african-women-263227
https://theconversation.com/breast-cancer-new-study-finds-genetic-risk-in-african-women-263227
https://theconversation.com/breast-cancer-new-study-finds-genetic-risk-in-african-women-263227



